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Additional File 14. The Sox8 gene and associated Sox80T ncRNA share a
dynamically modified chromatin domain. The genome browser view shows
the bidirectional organization of the Sox8 gene (blue) and the Sox80T ncRNA
(red). A shared promoter region (shaded box) exhibits dynamic chromatin remod-
eling in embryonic stem cells (A; ES), embryonic fibroblasts (B; MEF) and neural
progenitors (C; NP) [61]. The combination of active H3K4me3 (green histogram)
and repressive H3K27me3 (red histogram) modified chromatin, observed in ES
and MEF cells, is termed a bivalent domain and is indicative of a gene in a
‘poised’ state for activation. This is reflected in the low prevalence of H3K36me3
modified chromatin (blue histogram) that is normally associated with RNA Poly-
merase elongation. In NPs the bivalent domain has been resolved to an active
H3K4me3 domain and the presence of H3K36me3 modified domains implies
that both the Sox8 and Sox8OT transcripts are concordantly upregulated. Tpm;
tags per million.



